Index

a

ACQUITY Column Calculator 83, 102

ADC (analog digital converter) 14, 18, 25,
40, 221

adsorption 214, 220 f.

AIA files 29, 46, 55, 114, 126

AMDIS (automated measure of spectral
deconvolution and identification system)
2311

analysis

— gardient 45

— isocratic 46

— of variances (ANOVA)

— residue 235

— sequence 236

— side-product 45, 48, 68 ff.

- time 7,77

— trace elements 221, 237

— ultra-trace 235

analytical data

— bins 167 f.

— dispersion 168 f., 172

— frequency 167 f.

— interpretation 333

— mean 168 ff.

— normal distribution 167 ff.

— number of series 180

— prediction intervals 171

— true parameters 168 f., 171

analytical procedure 183 f.

APCI, see ionization

ASCII files 126

assay 310, 317, 330 ff.

— intra-assay variation 310

— tests 310f.

ASTM 326 f.

asymmetry factor 6, 69, 105, 107, 110

180 ft.

b

background

— concentration units 158

— conductivity 264 f., 268

— correction 229

— signal 9,155 f, 231, 244

band compression factor 96

bandspreading 83

baseline

— complex 141,143 f.

— drift 9,15, 33f,88,101, 128, 141

— extrapolated 315, 325 f.

— limit 296 f.

— noise 88,100 f.

— plate-shaped 33, 63

— point 13,79f.

— progress 128 f.

— real 88

— reset 66 f.

— separation 8, 37,59, 65, 70, 107 £.,
128

— shift 141

— simulated 65

— spike 9

— unclear 37

— value 287

blank 128, 141 f., 319, 326

boiling-point 30, 215, 219

bottom-up approach 174, 202

bunching

— factor 258

— rate 12

Bureau International des Poids de
Mésures (BIPM) 192

by-products 70, 123
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c

calibrating

— concentration 113, 155

— test 114

calibration 43 f., 156 ff.

— check 236

— correction factor 53

— curve 147,275,281

— external 237, 239, 290

— fit functions 292 ff.

— flowrate 295

— functions 268

— GPC/SEC 2741, 281,290 ff.

— instrument 299

— intercept 53, 154 ff.

— internal 239

— linear 237, 268, 275

— non-linear 281

— on-line 290

- points 154 f., 157, 159

— range 156

— run 225

— simulation 47f.,51f,113

— solution 115

— standard 235 f.

— standard addition 268

— standard curve 45, 47 f.

— straightline 53, 115 f., 154 ff.

carrier gas 3,214 £, 220

center of gravity 125

Certified Reference Material (CRM),
see reference material

chromatogram

— artificial 101

— extracted ion 233, 238

— ion stream 228

— isocratic 20, 31f, 55,91, 95

— real 7,19f,28,71,76f., 147 ff.

— TIC (total ion current) 227 f., 233, 237

— UV 244,255

chromatogram simulation 18 £., 26, 28 ff.

— digital 29f.

— gradient 63 ff.

— isocratic 55 ff.

- post-simulation 76 ff.

— temperature program 44, 63

— tenfold 55 ff.

— Westerberg report 77 f., 132 ff.

chromatographic data system (CDS)
17,20,25f., 28 f., 33, 46, 55, 121 f,
126 f., 149

chromatography

— GC, see gas chromatography

— gradient 33,59, 91, 95 ff.

— HPLC, see liquid chromatography

— IC (ion chromatography), see liquid
chromatography

— LG, see liquid chromatography

— packed column 126, 214

— RFIC (Reagent-Free™ IC) 262 f.

— reversed-phase 91

— size-exclusion 84

— thin-layer 305

— water dip, see liquid chromatography

Chromeleon, see integration programs

coefficients of variance (CV) 20, 23,25 f,,
28,158

column

— Dbleed 220

- C8 84

- C18 7,25,84,113

— capacity separation 264

— capillary 7,214

— dead time 91,95f.

— dimensions 225f., 317

— guard 84

- high-resolution separating 224

— ion-exchange 267

— length 4,7,83,214, 323 ff.

- non-polar 216, 218

— permeability 2 14

— plate 84

— PLOT-column 219

— pressure 226

— separating 219 f., 226, 266

- switching 244

— temperature 214 f, 220, 225 f,, 317

— trap 262

— two-column technology 225

— volume 5

compendial procedures 311, 321, 330
compounds

— carbonyl 217f.

— complex 223

— thermally stable 215

— volatile 214 f., 238

concentration 115, 155 f., 185 ff.

— precision 185

— quotient 114,120 f.

— unit 116

confidence

— interval 169 ff.

— limits 170 f.

— statistical 169

contamination 219, 266 f.

correction factor 159, 161, 169, 239 f.

coverage factor, see measurement
uncertainty
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critical time zone 244 f.

curve

— approximation 123, 126 f., 130, 135,
141, 144 f., 147 f.

— gradient 141

— sum 123 f., 126,128,130, 135, 144 f.,
147 f.

d

data analysis guidelines 277 f.

data acquisition 12, 14 f,, 31, 45, 221 f.
data

— bunching 14, 16, 59

— collecting rate 12, 16, 31
data evaluation

— GPC/SEC 274,278 f.

- LC-MS 243 ff.

— IC (ion chromatography)
— software 299

data point 37, 39 ff.

— distance 31

— interval 37,40

— number 288f.

data processing 271 ff.
decomposition 219 f., 231
deconvolusion 117, 123 ff.
— different tailing 137 ff.
— gaussian-shaped peaks
— gradientruns 141 ff.
— programs 231f.

— software applications
— spectrum 231 f.

— tailing peaks 134 ff.
— two-peak 117,120

261 ff.

129 ft.

126 f.

degradation

— insitu 316

— /stress studies 310
derivatives 217 f., 220
derivatization 215, 243, 331
detection

— amperometric 262

— conductivity 262 ff.

— fluorescence 262

— light-scattering 290, 295, 297 ff.
- limits 310, 326

— on-line 290, 297 f., 300

- UV/VIS 262,273, 290, 329

— wavelength 317

detector 8f., 31f., 215, 220, 287, 298
— analogous signal data 14, 16

— angles 298

— concentration 295, 299

— constant 298 f.

— data acquisition rate 221 f.
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— digital signal data 14

— drift 287 f.

- FID 220, 227, 236, 239

— inter-detector delay 295, 297 ff.

— linearity 221

— noise 32,221, 285 ff.

— noise filter 221

— response 221,273

— signalvalue 31, 34

- SPD10AV UV 33

— temperature 215

— TIC (total ion current) 239

— time constant 87, 90, 221

— UV-detector 72, 305

— wavelength 72,323 f.

diffusion broadening 7

dilution factor 245 ff.

DIN (German Institute for Standardization)
299

displacement desorption 239

dissociation equilibrium 263

distortion 127, 161

— instrumental 124

— peak 93,147

Donnan exclusion 261

dosing technology 219, 238, 310

— syringe dosage 219

DPhG (Deutsche Pharmazeutische
Gesellschaft)-Approach 331 ff.

dwell

— time (DT) 3,234, 255 fF.

— volume 318, 324

e

effect triangle interactions 214

effective carbon number (ECN) 240

electrolytic suppression 262

electron collision ionization (EI) 227 f., 230

electronic pressure control (EPC) 226

eluents 262 ff.

elution

— co-elution 224 f,, 229, 233, 236, 252, 317

delayed 245

— gradient-elution 245, 262, 265, 323, 329

— order 98

— point 96, 99

— volume 274, 276, 280, 297, 299

EMG model, see Gauss function

EPA (Environmental Protection Authority)
219

error

— absolute 162

— compensation 111, 120

— dosing 219, 236
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— independent 28

— injection 28f, 40

— probability 169 f.

— propagation 174

— systematic 53, 198

- total 28

— volume 162

ESI (electrospray interface) 243
evaluation 258 f., 299, 341 ff.

— parameters 299 f.

— software 2581, 299

excel files 29 f., 44 ff.

— Normdist 30

— simulation of noise 46 f.

excel spreadsheet

— Analysis Simulationxls 114

— ANOVAxls 181f.

— Optimisation.xls 184

— Simulation with Tailing xls

— Westerberg.xls 77 f.

— Zufalls-Chromatogramm xls 45
expectation intervals 173 f.
exponential decay 125

— function 86, 89

— values 138

extraction

— HS-SPME 239

— liquid-liquid (LLE) 244

- multiple headspace (MHE) 239
— solid phase (SPE) 244 f,, 253, 255, 267
— solid phase dynamic (SPDE) 216
— solid phase micro- (SPME) 216
— solvent-free 216, 238

— stir bar sorptive (SBSE) 216
extrapolation

— baseline 141

— graphical 123,136

— linear 141

EZChrom elite, see integration programs

FDA guideline 237, 309, 329, 334, 345
feed gas speed 225

FID, see detector

fishbone dfiagrams 174
flow

— gas 226

— inhomogeneity 7

— marker 294

— pump 299

— rate 317,323 ff.

— split 219

Fourier transformation 125
F-test 343

g

gas chromatography (GC) 7, 28, 30, 44,
213 ft.

— capillary (KGC) 44,213 f, 217 ff.

— fast 45,222 f.

— GC-AED (Atomic Emission Spectroscopy)
223 f.

— GC-FTIR (Fourier Transform Infrared
Spectroscopy) 223 f.

- GC-MS 128,203,223 f,, 226 {f.

— GC/MS-SIM-Trace analysis 234

— GLC (gas liquid) 214

— GSC (gas solvent) 214

— HS-GC (Headspace-) 216, 238 f.

— isothermal 220

— packed column 126, 214

— pyrolysis- 215

— simulation 44 f., 63 ff.

— temperature-programmed function
(TPGC) 220, 225

Gaussian function

— exponential modified Gauss function
(EMG) 5f,18f, 68,85 ff.

— skim 19, 61, 66

— symmetric function 4, 30

Gaussian law of propagation of uncertainty
200

Gaussian normal distribution 84 f., 167

Gaussian peak 5f., 301, 43, 45, 61, 63,
78, 84 ft.

— exponential modified 85 ff.

— height 44

— superimposition 37

good laboratory practice (GLP) 306

good manufacturing practice (GMP)
306

gradient

— chromatogram simulation 63 £, 95 ff.

— compression factor 99

— excecution 95 f., 98, 100

— linear 32

— retention factor 95, 99

— reversed-phase 96

- run 26, 33,79, 96, 128, 141 ff.

— runtime 95f.,100f.

— simulation 33

— slope 95f,98

— steepness parameter 96

— system 318

— technique 3

— time 318

Guide to the expression of Uncertainty
in Measurement (GUM) 48
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h

HS (headspace), see gas chromatography

histograms

167 ff.

Horwitz function 185 f.
Hu-curve 7
hydrophobic 261, 266

i

ICH

impurities

guideline 180, 309 £, 332
reporting threshold 316, 318
20, 307, 310, 315 f.
determination 332
procedure 308

testing 328

inflection
— point 10f, 43
— tangent 11

information density 55
infusion method 244 ff.
injection 28f.,72,172,176f., 218 f.

cold-on-column-injection 219
duplicate 183

error 25,28 f., 40

hot 219

limit of duplicate 172, 178
multiple 184

precision 172,176 ff.
re-injection 28

sample 28,218 f.

system 128
temperature-programmed (PTV)
219

volume 50, 162, 299, 323 f.

217,

injector

pressure 219
temperature 215, 219

integration

asymmetric peaks 105 ff.
errors 17 ff.

limit 296 f.

integration methods

integration parameter

1420vch18.indd 351

Apex Track mode 12, 26 £, 50, 60, 66 f.
exponential skim 19, 71, 117 £, 123, 129
gaussian skim 19, 61, 66, 71, 123, 129 ff.
manuel mode 26 f.

perpendicular drop 18 f., 26 f., 34, 38,
40, 61, 71, 74 ff.

perpendicular skim 123, 129 ff.

tangent 18, 26 f., 61,71, 73 ff.
tangential skim 129 ff.

Traditional mode 27, 50, 61, 118

valley to valley 19 f., 38, 40

9 ff.

Index

integration programs

Chromeleon 14, 47, 50 ff.
Empower 12, 20, 23 ff.

EZChrom elite 14, 20, 23 ff.
GCSolution 46 f.

HSM 110, 117,120, 127, 138 f., 149
LCSolution 20f., 26 f., 33, 35 ff.
Peak Fit 126f., 134 f, 139 ff.

interference 218, 244, 252

factors 29
signals 236

inter-laboratory 301, 310

International System of Units (SI)

191

intra-laboratory 300, 310
ion

characteristic 234 f.
chromatogram 233, 238
dynamic ion exchange 262
exchange 261

high intensity 235
interaction 262

ion-pair formation 262
ion-pair reagent 261
ion-pair separation 261
multiple ion recording (MID)
nonspecific 235

qualifier 235, 251
quantifier 251
quasi-molecular 235
selected ion traces 231, 233, 235

single ion monitoring (SIM) 234 f,, 237
total ion stream 233, 237

traps 255

234

ionization

APCI (atmospheric pressure chemical

ionization interface) 243
chemical (CI) 235
electrospray (ESI) 245

process 252

Ishikawa diagram 48, 127, 174

LC system precision 175

isomerization 218
isotope 231, 236

dilution analysis (IDA) 237
MS/IDA 238

natural 252

stable isotope dilution analysis (SIDA)

237

isotope-labeled 237 f., 244, 252

isotopic transfer

J

252

Johnsson table 158 ff.

351
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k

key comparisons (KC) 192
)

labeled

— isotope 237 f., 244, 252
— peaks 307

Langmuir 18f.

liquid chromatography (LC)

— GFC (gel filtration chromatography) 271

— GPC (gel permeation chromatography)
271

— GPC/SEC 271ff.

— gradient-elution-HPLC 245

— IC (ion chromatography) 261 ff.

— ion exchange 261, 263

— ion-exclusion 261

— ion-pair 261 f.

— HPLC (high-pressure liquid
chromatography) 3,7, 18, 28, 30, 44, 83,
213 ff.

— HPLC-UV 252,255

— LC-MS 243 ff.

— reconstructed ion 233

— SEC (size-exclusion chromatography)
271

— water dip 263 ff.

LOQ, see quantification

Losef

— function 68, 70

— peak 71,74 ft.

m

MAD (median of the absolute differences)
335

Mandel test 47

Mark-Houwink coefficients 276, 287

Marquardt non-linear least-square method
127

mass analyzer 227

mass fragmentography 233

mass

— nominal 227

— number 227,233 f, 238

— range 228f.

— scan mode 227 f.

mass-selective detection 215, 233

mass spectrometer

— adjustment 255

— cycle time 228

— fast scanning 223

- high-resolution 227

tandem 248, 252, 255

time of flight (TOF-MS) 223

mass spectrometry (MS)

— /MS technique 235, 243 ff.

— structure information 223, 226

mass spectrum libraries 229 f., 231

— extraction 231

— linear 227

— NIST 226

— NIST/EPA/NIH Mass Spectral Library
(NISTO5) 229 f.

— purity index 229

— reference 229

— similarity index (SI) 229

matrix

— biological 244

— effect 78,197,237, 239, 244 ff.

— suppression 249

MCDS (macromolecular chromatography
data system) 280

measurement engineering, see metrology

measurement technology, see metrology

measurement trueness 204

measurement uncertainty 193 ff.

— calculation 202 ff.

— combined standard 195, 197

— coverage factor 195, 197, 200

— expanded 200 f.

— Guide to the Expression of Uncertainty in
Measurement (GUM) 194 ff.

- limiting value 205

— standard 195 ff.
— systematic 198

measuring accuracy 47, 52,163 f,, 336 f.

method capability index 169, 330

method coefficients of variance (VKK) 114,
116, 158 f.

method design 309 ff.

method standard deviation (VSD) 158

metrology 191 ff.

— Mutual Recognition Agreement
(MRA) 192

— national institutes 192

molar mass calibration standard 299

molar mass distribution 275, 279 ff.

— Schulz-Flory distribution 279, 284 ff.

- Wesslau 279

molecular

— response factor 240

— weight 91,97, 215, 235, 240, 275 f.

— weight averages 274 ff.

— weight distribution 273

molecule 91

- neutral 228

— polarity 215, 219, 225, 240

— size 215
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moment theory 127
Monte Carlo simulations
MRM

— mode 243 ff.

— transition 255 ff.

200, 204

n

new drug

— ANDA (Abbreviated New Drug
Application) 306, 309

— NDA (New Drug Application) 306, 309

— IND (Investigational New Drug) 309

NIST spectrum library, see mass spectrum
libraries

noise
327

— amplitude 33

— high-frequency 129

- limit 32

- long-time 129

- low-frequency 129

— short-time 129

— simulation 32f.

— white 33

non-parametric 324

normalization coefficient 299

(4

offset 33,50

optimization parameter 83
outlier test 334

p
particle size 7, 83, 323 f.

pattern recognition 223

peak

— amplitude 123 f., 127, 132

— apex 4,9ff.

— area 26,29,31f,,34,45,60f,64f.,70
— asymmetric 105 f., 124 ff.

— broadening 3,7, 37

— cluster 141, 144

— detection 126, 144, 226

— factor (PF) 32f, 44, 46, 55, 74 ff.

— forest 29,153

- fusion 71

— greasing 71

— height 13,26, 29, 311, 37 £,, 40, 49, 53,

60 f., 154 f.
— hidden 126 ff.
— homogeneity 128
— maximum 9
— merged together
105 £., 108 ff.

34,391, 46, 48, 55, 59,

1420vch18.indd 353

32f£, 37,44, 46,50,53,71, 881, 134,

Index

— narrow 40, 44,93, 222

— number 128

— overlap 931, 123 ff.

— pairs 112 ff.

— peak-slice 14f.

- purity 224,310, 313

- real 107

— shoulder 26, 60 f., 63, 68, 71, 76, 133

— side-product 68, 70 ff.

— simulation 84 ff.

— swallowed 128

— symmetrical 84, 124, 126, 131

— symmetry 129, 316

— tall 20,23,25f,34,65f, 68,78

peak recognition 12, 14, 16

— classic method 9f., 12

— parameters 12

— sensitivity 15

peak shape 4, 30,90 f.

— EMG, see Gaussian function

— EMG-GMG hybrids 126

— extreme value 4-parameter 126

- Giddings 126

- half-gaussian modified gaussian 126

— Harloss—Van der Linde 126

— log normal 4-parameter 126

— non-linear chromatography 126

peak-to-valley ratio 314, 316 f., 325 f.

peak width 4,61, 12,43 f, 60, 63, 77

— athalfheight 8,43, 107, 319, 326

— minimum 16

pharmacopoeia

— European Pharmacopoeia 313 ff.

— USP (United States Pharmacopoeia)
309, 313 ff.

phase

— equilibria 214

- gas 214f

— high-capacity stationary 261

— mobile 83f,91,93f., 124, 214, 225, 245,

261,323 f.

— stationary 3, 124, 214, 219 £., 225, 230,
261,323 f.

— steam 214

— vapor 214f.

phosphate buffer with Acetonitril 25, 113

plate count 84 f., 90 ff.

— isocratic 97,99

— number 3,5,7f, 30ff.

plate

— height 7

— number calculations 106

— theoretical plate number
329

308, 325,

353
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polydispersity (PDI) 276, 279, 281, 283
— index 283,286, 289

population density 88

precipitation 244 ff.

precision

— concentration dependence 185 ff.
— injection 172,176 ff.

— intermediate 176

— levels 175 ff.

— marksman 28

— system 176 ff.

— testing 310

prognosis interval (PI) 47,163 f.
proportionality factor 84

pump 294,299

pyrolysis 214 f,, 218

q

qualification

— analytical instrument 322

— DQ (Design Qualification) 306

— equipment 305

— GPC/GFC/SEC 271 ff.

— instrument 306 f.

— 1Q (Installation Qualification) 306

— 0OQ (Operational Qualification) 306

— PQ (Performance Qualification) 306 f.

qualitative analysis 223 ff.

— fingerprint analysis 223 f.

— interpretation 313

— parameters 314

peak purity 224

retention times 224 ff.

quality

— analytical procedure 305 f.

— assurance 191

— control 48,205, 321 f.

— detector 71

— pharmaceutical product 305, 321

quantification limit (LOQ) 26, 48, 63,
129, 153, 255, 258 f,, 316, 318

— DIN 32645 48

- tenfold simulation 55

quantitation

— in dissolution 307

— limits 310, 326, 332

— reliable 308

quantitative analysis

- inGC 236f.

— interpretation 318 ff.

r
rate release testing 307
Rayleigh ratio 299

reference materials (RM) 206 f.

— Certified Reference Material (CRM) 198,
207,273, 288 f.

— CRS (chemical reference substance) 315,
319

reference procedure 203, 207

refractive index (RI) 287, 290, 298 ff.

regression

— linear 154, 156 ff.

— weighted linear 161 ff.

repeatability 18 f., 176, 178 ff.

— GPC/SEC analysis 299, 301

— injection 308

— intra-laboratory variability 185

— system 317

reproducibility 176, 179 £., 181 ff.

— benchmarking 182, 185

— collaborative 185

— drug products 183 ff.

— GPC/SEC analysis 299, 301, 307

residuals 126, 144, 157 f., 172

resolution 8,29, 34,44,79f., 93,
101, 121, 128, 130, 141, 236, 307,
314, 325

response factor (RF) 155, 221, 239 f.

— molecular 240

— relative (RRF) 221

retention

— area 5,18

— factor 4,8,37,91f,95ff.

— height 5

— index 237

— linear retention index (LRI) 225 f.

— modeling 84, 91 ff.

— relative 315, 317

— simulation 91

retention time 4 f., 224 f., 234, 315, 325

— locking (RTL) 226

— quotient 3 f.

— relative 225

robustness 311

round-robin test 299 ff.

s

sample

— concentration 295, 299

— preparation 162, 174, 183 ff.
- size 173 f.

sampling

- frequency 14

— period 14

— point 53

— rate 12, 14,94, 231

second derivative method 126 f.
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selectivity 3, 8, 214, 225, 234, 261

sensitivity 158, 255, 262, 268

separation 25, 29

— factor 3,8

— isocratic 5, 37,98

— performance 7, 83

— point 63

— quality 8,108, 121

signal/noise ratio 14, 19, 25, 32 f,, 37, 44,
48 ff.

— 10-fold 48,50, 114

signal

— height 84

- quenching effect 244

— smoothing 14, 16

— stability 252

— value 45 f,, 155 ff.

single ion monitoring (SIM) 228

slice

— concentrations

— method 274

— volume 274

smoothing function 258

solvent

— composition 91 ff.

high boiling 214 f,, 239

275, 298

— peak 264

— polarity 219
specification

— out-of (OOS) 334,344
- limit 327, 330 ff.

spectra, see mass spectra
spiking studies 310
spreadsheet 84, 86, 91 ff.

— exponential decay 86

— function 87f.

— notation 92

— simulation 87

standard

— addition 236, 238 f., 268

— analyte-free sample 238

— curve 45,47 f.

— external 236

— extraction 236

- GPC/SEC 277 ff.

— internal 25, 29, 155 f., 236 f., 252 ff.
— ISO/IEC 17025 191f.

— molar mass calibration 281
— national measurements 192
— surrogate 236

— uncertainty 194 f.
statistical moments 125, 127
structural imformation 235
Student-t-Factor 169, 328, 331 f.

1420vch18.indd 355
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switching value 30
substance

— active 315f.

— exchange 7
suppressor 262 ff.
surface 214

— active 219, 238

— adsorption 214 f,, 219
symmetry factor 325 f.
system suitability

— criterion 315, 317 f.
— mixtures 318

— parameters 321, 329
— requirements 318, 328
tests (SST) 306 ff.

t

tailing 6, 37, 44,49,68f.,70f.,85,89f,
97, 100, 105 ff.

— catching 72

— degree of 123,126

factor 69, 105, 329

— simulation 107

target

— analysis 223,226 f.

— area 44f.,48,55,65,70,110f, 129 f,
134 f., 138, 146 f.

— non-target analysis 223

— standard deviation (TDS) 330

temperature 83, 215

— column 214f,, 220

— detector 215

— injector 215

isothermal test 220

— turbospray 250 ff.

time

— axis 14,18

— constant 126

— mobile 3f.

top-down approach 176, 202

traceability 192 f., 205 ff.

— analytical measurements

— cause/effect diagram 193

— chain 206

transfer studies 182

205 ff.

u
uncertainty, see measurement uncertainty

14

validation 182, 201

— analytical procedure 306, 321
— CDER Reviewer Guidance 308
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— characteristics 309
— GPC/SEC 279 ff.
— parameters 309
— regulatory methods 306
valley 108 f,112f,120f, 131
— height 112,121
— point 108, 117
valuation 341 ff.
Van Deemter Hu-curve 7
variability 330 ff.
— analytical 174 ff.
variance 47,84 f., 125, 161, 180 ff.
— analysis of (ANOVA) 180 ff.
— homogeneity 47,161 f.
- inhomogeneity 161
— instrument 162 f.
— inter-serial 180 f, 331
— intra-serial 180 f.
— process coefficients 114
— quotient weighting 163
— ratio 335
— volume dependent
versatility 223

162 f.

viscometry

— GPC/SEC-viscometry 285
— on-line 285, 287, 290, 295
viscosity 276, 285

— intrinsic 288, 297
Void-Volume Treatment
volatile

— compound 214 ff.
— impurities 220
volatility 215, 220
VSD, see method standard deviation
VVK, see method coefficients of variance

265 f.

w

weighting

— exponent WE 162 f.
— factors 164

4

zero

— point 163
— signal 156

zone, forbidden 245

29.07.2009 20:50:16



