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Figure S1: Long-range HSQC pulse sequence used. d1: relaxation delay (3 s); d2: 25 ms corresponding 
to nJCH = 10 Hz; p1, p4, p6: 90° 1H pulses; p2, p5: 180° 1H pulses; p3: trim pulse (1 ms); p7: adiabatic 
180° 13C pulse;  
p8, p9: 90° 13C pulses; g1, g2: pulsed field gradients (1 ms), ratio: 80:20.1; total acquisition time 26 min. 
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 Supporting information for this article (pulse sequence, discussion of sensitivity) is available on the WWW under 
http://www.angewandte.org or from the author. 
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Figure S2 Projections taken along the F2 and F1 dimension from the long-range HSQC spectra of 
strychnine.  
a) Proton dimension of the reconstructed long-range HSQC spectrum; b) Proton dimension of the 
conventionally acquired long-range HSQC spectrum; c) Carbon dimension of the reconstructed long-
range HSQC spectrum; d) Carbon dimension of the conventionally acquired long-range HSQC spectrum.  
 
When comparing a) with b) and c) with d) one could conclude that the signal-to-noise ratio (SNR) is 
much better for the reconstructed spectrum. However, the latter is of a very sparse nature, since the 
noise in it is represented by the artefact peaks caused by the random coincidences of the noise maxima 
in the individual aliased spectra. Such artefacts can be absent at all, especially, when zeroing the 
magnitudes in the aliased spectra that are lower than some reasonable threshold.  The proper SNR can 
hardly be found by means of e. g. Bruker TopSpin software. We estimate that the SNR of our method is 
of comparable order or somewhat less in comparison to the conventional spectra, although the 
reconstructed traces “look” much better. 
 
 
 


