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Table S1

Comparison of protein concentration (% of dry weight) and emPAI

Egg white protein concentrations were compiled from [1, 8, 9,1 2 (Tenp), 44].

Protein % of dry emPAI emPAI
weight in-solution in-gel
Ovalbumin 54 2,738,419 99,999,999
Ovotransferrin 12-13 489 37,275
Ovomucoid 11 214 1,291
Lysozyme 3.4-3.5 1,290 3,593,813
Ovomucin 1.5-3.5 a: 2.5 a: 72
B: 0.1 B:2.7
Ovoinhibitor 1.5 14 224
Ovoglycoprotein 1 9 27
Ovoflavoprotein (RBP) 0.8-1 1.8 4.3
Ovostatin (ovomacroglobulin) 0.5 1.9 75
Tenp 0.1-0.5 7.4 58
Avidin 0.05-0.06 0.9 138
Cystatin 0.01-0.05 1.2 99




Figure S1
The predicted sequence of IP100597482.1 (similar to ovomucin p-subunit).
The peptide sequences identified by MS are in red. That part of the sequence which is identical to UniProt/TrEMBL entry Q6L608 is underlined.

Predicted von Willebrand domains are shaded yellow, a predicted CT domain is shaded green.
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Figure S2
Sequence comparison of the chicken ovalbumin family proteins, similar to ovalbumin-related Y protein IPI00585021.1 (ovalbumin-related protein
X; OVA_X), ovalbumin-related protein Y (P01014; OVA_Y) and ovalbumin (P01012; OVA). Sequences identified by MS/MS are in red. The

published sequence of ovalbumin-related protein X (P01013) is underlined. Sequence identities to Ovalbumin X are shaded yellow.

OVA_X 1 MELKKSLIRP IHTSNPEQNI GASGSLHSSA ENCDEELRVR GKMCCSYQCS
OVA_X 51 SI1ICSGSIKA SWREHYQKDT NYSGTVYITK DSENLFRFNW QAGLLRASLM
OVA_X 101 FFYNTDFRMG SISAANAEFC FDVFENELKVQ HTNENILYSP LSIIVALAMV
OVA_Y 1 MD SISVTNAKFC FDVENEMKVH HVNENILYCP LSILTALAMV
OVA 1 G SIGAASMEFC FDVFKELKVH HANENIFYCP ITAIMSALAMV
OVA_X 151 YMGARGNTEY QMEKALHFDS ITAGLGGSTQT KCGKSVNIHL LFKELLSDIT
OVA_Y 43 YLGARGNTES QMKKVLHFDS ITGAGSTTDS QCGSSEYVHN LFKELLSEIT
OVA 42 YLGAKDSTRT QINKVVRFDK LPGFGDSIEA QCGTSVNVHS SLRDILNQIT
OVA_X 201 ASKANYSLRI ANRLYAEKSR PILPIYLKCV KKLYRAGLET VNFKTASDQA
OVA_Y 93 RPNATYSLEI ADKLYVDKTF SVLPEYLSCA RKFYTGGVEE VNFKTAAEEA
OVA 92 KPNDVYSFSL ASRLYAEERY PILPEYLQCV KELYRGGLEP INFQTAADQA
OVA_X 251 RQLINSWVEK QTEGQIKDLL VSSSTDLDTT LVLVNAIYEK GMWKTAENAE
OVA Y 143 RQLINSWVEK ETNGQIKDLL VSSSIDFGTT MVFINTIYFK GIWKIAENTE
OVA 142 RELINSWVES QTNGIIRNVL QPSSVDSQTA MVLVNAIVFK GLWEKAFKDE
OVA_X 301 DTREMPFHVT KEESKPVQMM CMNNSENVAT LPAEKMKILE LPFASGDLSM
OVA_Y 193 DTREMPFSMT KEESKPVQMM CMNNSFNVAT LPAEKMKILE LPYASGDLSM
OVA 192 DTQAMPFRVT EQESKPVQMM YQIGLFRVAS MASEKMKILE LPFASGTMSM
OVA_X 351 LVLLPDEVSG LERIEKTINF EKLTEWTNPN TMEKRRVKVY LPQMKIEEKY
OVA_Y 243 LVLLPDEVSG LERIEKTINF DKLREWTSTN AMAKKSMKVY LPRMKIEEKY
OVA 242 LVLLPDEVSG LEQLESIINF EKLTEWTSSN VMEERKIKVY LPRMKMEEKY
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Figure S3

Alignment of IPI00595847.1 (similar to a-2-macroglobulin-1) to human a-2-macroglobulin /A2MG_HUMAN, P01023) and chicken ovostatin
(OVOS_CHICK, P20740; IPI00589747.1). Sequence stretches containing peptides identified by MS/MS are in red. Residues identical to
IPI00595847.1 are shaded yellow.

1P100595847 .1 84 KEEVQSLLKGGAFECKLNDVFCSYAMCMVTHYLVVIPAHLRYPSIQVACLHITCYEAKIQ

A2MG_HUMAN 1 MGKNKLLHPSLVLLLLVLLPTDASVSGKPQYMVLVPSLLHTETTEKGCVLLSYLNETVT
OVOS_CHICK 12 FFCLTVRKMWLKF ILAILLLHAAAGKEPEPQYVLMVPAVLQSDSPSQVCLQFFNLNQTIS
1P100595847.1 144 VKLVLERFAGHDLLVQKNIQKEKTFMCTKFWVAPPADGTEEIATVRLITTGQGVNIEEKK
A2MG_HUMAN 60 VSASLESVRGNRSLFTDLEAENDVLHCVAFAV-PKSSSNEEVMFLTVQVKGPTQEFKKRT
OVOS_CHICK 72 VRVVLEYDTINTTIFEKNTTTSNGLQCLNFMI-PPVTSVS-LAFISFTAKGTTFDLKERR
1P100595847.1 204 NVLIHKANSGTFIQMDKP I YKPGQTVKFRIVTLDEDFIAFNDS IS-VFLQDPKNNR IEQW
A2MG_HUMAN 119 TVMVKNEDSLVFVQTDKSIYKPGQTVKFRVVSMDENFHPLNEL IPLVY 1QDPKGNRIAQW
OVOS_CHICK 130 SVMIWNMESFVFVQTDKP I YKPGQSVMFRVVALDFNFKPVQEMYPL IAVQDPQNNRIFQW
1P100595847 .1 263 LNVVPQEGIADLSFQLSDEPLLGTYVINVTNR---KI1YDSFTVEEYVLPKFEVIFEAPVK
A2MG_HUMAN 179 QSFQLEGGLKQFSFPLSSEPFQGSYKVVVQKKSGGRTEHPFTVEEFVLPKFEVQVTVPKI
OVOS_CHICK 190 OQNVTSEINIVQIEFPLTEEPILGNYKIIVTKKSGERTSHSFLVEEYVLPKFDVTVTAPGS
1P100595847 .1 320 1YALDKTFPLRVCGRYTYGKAVQGMVYVSLCQKISQFLPSASKPDLCQEFYNQVNCLAGA
A2MG_HUMAN 239 ITILEEEMNVSVCGLYTYGKPVPGHVTVSICRKYSD----ASD---CHGEDSQAFC—----
OVOS_CHICK 250 LTVMDSELTVKICAVYTYGQPVEGKVQLSVCRDFDSYGRCKKSP-VCQSFTKDLD-—---
1P100595847 .1 380 ENYSVTVLTDNMGCFFTNV-TLSFSQDLRYYRDSIVAEASLLEDGTEIQVNASHKLLISK
A2MG_HUMAN 289 EKFSGQL—-NSHGCFYQQVKTKVFQLKRKEYEMKLHTEAQIQEEGTVVELTGRQSSEITR
OVOS_CHICK 304 -—-————- TD——GCLSHILSSKVFELNRIGYKRNLDVKAIVTEKEQVCNLTATQSISITQ
IP100595847.1 439 1GGMALFDDVNSYYHAGEMYRGKIKV IDYKGKMLKYKKVLLVVSFGEQQFQQKYLTGDT-
A2MG_HUMAN 346 TITKLSFVKVDSHFRQGIPFFGQVRLVDGKGVPIPN-KVIFI-RGNEANYYSNATTDEH-
OVOS_CHICK 354 VMSSLQFENVDHHYRRGIPYFGQIKLVD-KDNSP ISNKVIQLFVN---=NKNTHNFTTDIN

IP100595847.1 498 GTASFSLNTTAWNSTSVSLEASVLHQDMDREPGT—-VDLNYMRASHFIRPFYSTSRSFLS
A2MG_HUMAN 403 GLVQFSINTT—NVMGTSLTVRVNYKDRSPCYGYQWVSEEHEEAHHTAYLVFSPSKSFVH
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Figure S4
Overlap of IP100595253.2, “74kDa protein” and IPI00584163.1, “similar to PIT 54 (sequence in italics). Peptides identified by MS are in red.

Identical residues in the overlap are underlined. Predicted complete Scavenger Receptor Cysteine-Rich (SRCR) domains are shaded yellow.

1 SCFLLVVENN KIVQLRLVNG TNHCSGRVEV LYGQQWGTVC DDNWDL IDAE

51 VVCRQLGCGT ALSAAFSAYF GRGSDPIWLD DVMCKGTEAA LSECTAKPWG
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