Don't get left behind - Start using Phenyx today!

GeENEBIO

FPHENY X

Phenyx is GeneBio's renowned software platform for the identification and characterization of proteins and
peptides from mass spectrometry data. Phenyx goes far beyond single search engine capabilities:

Advanced result comparison tool - Increase your chance to Quick result sharing - Export your results and share them with

cope with the heterogeneity of your results: clients, colleagues and pariners:

® Combing/compare/validate multiple runs and results from & Core facilities, service labs and any users can now provide a
Phenyx or other search engines (Mascot, SEQUEST, and quick and professional solution to share reports and results with
XlTandem) in one single interface third parties

® Visuglize runs in various levels of granularity (protein groups, #& With cne click you can assign a result to another user along
proteins, peptides, and interpreted spectra) with different levels of permission [read-only the result,

re-submission...)
& Align proteins from searches in different databanks
& Also available for Mascot, SEQUEST, and XlTandem results
® Link to dynamic views, graphics and reports

Plug Phenyx into any proteomics pipeline:

® Create reports that integrate with  third-party  software
(Scaffold, TPP. M3ight, etc.)

8 One-click export for quick publication

One result, many export possibilities:

8  Access original XML and text Phenyx files 8 Generate customized reports that incorporate  extemal
parsers, statistics and other post-processing software
® Export as XML or a complete four-page spreadsheet report
#® Possibility to automate import and export activities for
® Export full Phenyx results for archiving transparent data flow in your lab

Try Phenyx today - link to our free public server from

www.phenyx-ms.com
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