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Figure 1S
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Supporting Information material
Legend to Supporting Information figures

Fig. 1S. Heat map of transcripts with the highest variation. The expression values of the
top100 probesets with the highest coefficient of variation are shown and the corresponding
gene symbols are indicated. Red/green indicates a higher/lower expression level in four
individual wild type animals (normalised for each gene).

Fig. 2S. This figure relates to Fig. 5 of the manuscript. (a) To illustrate and specify the
hippocampal location of two single CMPs, the CMPs 104 (purple) and 109 (green), were
selected out of 155,681 CMPs in total. Note (panel below) that CMP 104 displays a
microprotein cluster consisting of two colocalised proteins (Apolipoprotein E and NMDR1,
=1, each) while 20 other neural / synaptic molecules are anti colocated (=0); CMP 109
displays a larger cluster comprising 3 synaptic proteins (GAP43, GluR1, GluR2), which
colocalise with cellular markers of the pyramidal cells (NeuN and Prop. Lig.) indicating
presence of corresponding synapses in very close proximity to neuronal cell bodies (putative
axosomatic synapses in the stratum pyramidale, SP, of the hippocampus). (b) Visualization of
CMPs with a frequency fewer than 200 pixels (different colours) in the identical tissue section
and visual field. (c) Transformation of the multi-coloured pixels of (b) into one colour (red)
plus superimposition with the CMPs of (a). Note that the locations of all these CMPs are
mutually exclusive and thus specify different functional territories in hippocampus CA3
region. (d) Corresponding phase contrast image of the identical field, for morphological
orientation: SP (stratum pyramidale), SR (stratum radiale). Bar 10 pm.



